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     CME Questions # 33-37 
(See January-July 2007 Examination Sheets for Questions #1-32) 

 
33. DNA microarrays represent powerful tools for pathology researchers seeking to describe, classify and 
understand human disease.  Based on the referenced Amgen Award Lecture article, select the ONE 
statement that is NOT true:  [See Am J Pathol 2007 171:375-385] 
 

a. Supervised microarray data analyses make up-front use of specimen annotations to identify genes that 
are differentially expressed between two cell types.  

b. Unsupervised microarray data analyses seek to organize data agnostic to sample annotation, using 
hierarchical clustering to discover previously unrecognized sample classes.   

c. Among the statistical challenges of high dimensional datasets are the lack of statistically meaningful 
expression patterns, the over-fitting of data, and the use of insufficiently large cohorts in both discovery 
and validation phases.   

d. An unsupervised hierarchical cluster analysis of variably expressed genes in diffuse large B-cell 
lymphoma identified two subclasses with distinct expression patterns, in which one pattern was similar 
to that of activated B cells and was associated with constitutive NFκB activity and a more favorable 
prognosis.   

e. The recent discovery of recurrent gene fusions in prostate cancer was accomplished by analyzing 
outlier values of gene expression in prostate tumor microarray datasets and identifying the ETS family 
of oncogenic transcriptional factors ERG and ETV1 to be highly expressed in a subset of prostate 
tumors.   

 
 
34. Epithelial cell adhesion molecule (EpCAM) was originally identified as a marker for carcinoma and a cell 
adhesion molecule (CAM); however, recent insights reveal a more versatile role for EpCAM in diverse 
processes such as signaling, cell migration, proliferation, and differentiation. Based on the referenced 
Review article, select the ONE statement that is NOT true:  [See Am J Pathol 2007 171:386-395] 
 

a. The extracellular domains of EpCAM, cadherins, selectins, integrins and the immunoglobulin CAM (Ig-
CAM) superfamily all start with a signal sequence that is followed by three to five thyroglobulin repeats.   

b. The expression pattern of CAMs is highly diverse, both between the different CAM families and within 
the families.   

c. EpCAM is not expressed in neurogenic tumors, sarcomas, melanomas, and lymphomas.   
d. In adult tissues of healthy humans, EpCAM expression is restricted to simple epithelia.   
e. The overexpression of EpCAM in carcinomas usually, but not always, correlates with a decrease in 

survival.    
 
35. EpCAM is expressed in some pathological situations. Based on the referenced Review article, select the 
ONE statement that is NOT true:  [See Am J Pathol 2007 171:386-395] 
 

a. Terminally differentiated adult epithelial cells typically cease to express EpCAM.  
b. Like E-cadherin, EpCAM is up-regulated during inflammatory responses.   
c. The diverse functions of EpCAM depend on its glycosylation patterns, the microenvironment in which it 

functions, and its binding partners.   
d. Tumor necrosis factor (TNF)-α can down-regulate EpCAM.    
e. The intracellular domain of EpCAM contains two α-actinin binding sites, through which EpCAM interacts 

with α−actinin and, consequently, with the actin cytoskeleton.    
 




